mice and S1P plasma levels in wt mice. (A) GR flox and GR LysMCre mice and wild type (wt) and GR dim mice were treated with vehicle (Co) for 18 h/24 h. Evans Blue dye (EB) was injected i.v. 30 min before sacrifice, then EB accumulation was quantified after perfusion (PBS + 5 mM EDTA ) and neutrophils (GR-1 + ). PCR was subsequently performed on genomic DNA with primers amplifying the cre transgene (600 bp), the GRflox allele (275 bp) and the GR deleted allele (390 bp). (C) GR flox and GR CD11cCre mice were injected with LPS or LPS and Dex (LPS+Dex) for 18 h. EB was injected i.v. 30 min before sacrifice and quantified as described in Fig. 1A . (D) Wt mice were injected with vehicle (Co), LPS, or LPS+Dex. After 24 h, the S1P level in plasma (pmol/ml) was determined by LC/MS/MS. Results are presented as mean ± SEM. Number of biological replicates: A (5-9), D (4-6), E (14-21). In (E) data are from six independent biological experiments. Statistical analysis was performed by one-way ANOVA. * p < 0.05; ** p < 0.01; *** p < 0.001.
Supplementary Figure 2.
Leukocyte populations during ALI in wt and GR dim mice Wt and GR dim mice were treated as indicated in Fig. 1A . The abundance of individual leukocyte subpopulations in the blood was determined 24 h after the indicated treatments by flow cytometry in combination with cell counting using a haemocytometer. Absolute cell numbers of (A) neutrophil granulocytes (GR- 
